PCR is a widely used scientific tool employed by a variety of applica-
tions. Various Hot Start technologies have already been developed using
modified PCR components to increase specificity of a reaction. Recently|de-
veloped CleanAmpTM dNTPs are modified nucleoside triphosphates with a
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PCR conditions: 1X PCR buffer (specific for each DNA polymerase), Primers (0.2 BM), 0.2 mM dNTPs, 5 copies

HIV-1 gDNA, 1.25 U DNA polymerase, 50 H..

Thermal cycling conditions:

Ampliwax® PCR Gem 50: Lower reaction mix: 80°C (5 min); 25°C (2 min), Add Upper reaction mix, then: 94°C

(2 min); [94°C (45 sec), 56°C (30 sec), 72°C (1 min)] 35X; 72°C (7 min).

Platinum® Taq DNA polymerase: 94°C (2 min); [94°C (30 sec), 55°C (30 sec), 72°C (1 min)] 35X.

HotStart-IT® Tag DNA polymerase: 94°C (2 min); [94°C for (30 sec), 56°C (30 sec), 72°C (1 min)] 35X; 72°C (5 min).
PCR conditions: 1X PCR buffer (20 mM Tris (pH 8.4), 50 mM KClI, 2.5 mM MgCl,), Primers (0.2 PM), Taq, CleanAmp™ primers and CleanAmp™ dNTPs: 94°C (10 min); [94°C @ 40 sec., 57°C @ 30 sec., 72°C @ 1
0.2 mM dNTPs, 1.25 U Tag DNA polymerase, 50 PL. Template: 1 ng Human gDNA. min] 35X;

nucleotide incorporation during initial, lower temperature reactions, allo

Ing for delayed nucleotide activation in a reaction. In summary,
CleanAmpTM dNTPs have the potential to provide great versatility and flex-
Ibility in a vast number of applications including traditional Hot Start PCR

CleanAmp™ dNTPs demonstrate greatest amplicon yield and off-target

reduction relative to unmodified dNTPs across targets of varying lengths PCR conditions: 1X PCR buffer (20 Tris (pH 8.4), 50 mM KCI, 2.5 mM MgCL), Primers (0.2 uM), 0.4 dNTPs and

THF dNTPs, 20 ng Mouse gDNA, 2.5 U Tag DNA polymerase, 25 pL

Thermal cycling conditions: 95°C (10 min); [95°C (30 sec), 60°C (30 sec), 72°C (30 sec and 1min)] 35X; 72°C (5 min).

Thermal cycling conditions: 95°C (10 min); [95°C (15 sec), 63°C (30 sec), 72°C (60 sec)] 35X;
72°C (5 min).
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Thermal cycling conditions: 25°C (5 min); 60°C (10 min); 95°C (10 min); [95°C (40 sec), 57°C (30 sec), 72°C

CleanAmp™ dNTPs can improve the performance of a variety of
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PCR conditions: 1X PCR buffer (20 mM Tris (pH 8.4), 50 mM KCI, 2.5 mM MgCl,), Primers (0.2 PM), thermostable DNA polymerases

0.2 mM dNTPs, 1.25 U Taqg DNA polymerase, 50 PL. Template: 1 ng Human gDNA.

Thermal cycling conditions: 95°C (10 min); [95°C (15 sec), 63°C (30 sec), 72°C (60 sec)] 35X; N _ )
72°C (5 min). PCR conditions: Primers (0.4 M), 0.2 mM dNTPs, 5 copies HIV-1 gDNA, DNA polymerase (var. U), 50 R..

Thermal cycling conditions: 95°C (10 min); [95°C (40 sec), 56°C (30 sec), 72°C (2 min)] 35X; 72°C (7 min).
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2) CleanAmp™ dNTPs yield comparable results to other Hot Start DNA polymerases.
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CleanAmp™ dNTPs improve the limit of detection in Real-time

_ Judy Ngo-Le, Jessica Stewart, Liz Hill, Angela Tenenini, Brianne Grakowski.
PCR without the need for Hot Start DNA polymerase

CleanAmp™ dNTPs improve the efficiency of PCR and increase

3'-THF dTTP is not incorporated by DNA polymerase prior to a
limit of detection in multiplex PCR

Hot Start activation step NIH grants:

1R43GM079836-01, 2R44GM079836-02, and SR44GM079836-03

Reaction Conditions: 12.5 PM primer, 20 PM template, 1x reaction buffer (10 mM Tris-HCI (pH 7.9), 50 mM KCI,
10 mM MgCl,, 1 mM DTT), 0.17 mM dNTPs, and 0.5 U Klenow (exo-) DNA polymerase, 50 PL.
The reaction mixture was incubated for 40 min. at 25°C.
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PCR conditions: 1X PCR buffer (20 mM Tris (pH 8.4), 40 mM KCI, 2.5 mM MgCl,), Primer conc: (0.2 PM),
0.2 mM dNTPs, 0.01-100 ng Human gDNA, 1.25 U Taq DNA polymerase, 50 PL.

Thermal cycling conditions: 95°C (10 min); [95°C (15 sec), 63°C (30 sec), 72°C (1 min)] 35X,
72°C (5 min).

PCR conditions: 1X PCR buffer (20 mM Tris (pH 8.4), 40 mM KCI, 2.5 mM MgCl,), 0.2 mM dNTPs, 0.05-500ng
Mouse gDNA, 2.5 U Tagq DNA polymerase, Primer conc: (0.2 PM), 50 PL.

Thermal cycling conditions: 95°C (10 min); [95°C (15 sec), 60°C (30 sec), 72°C (1 min)] 35X; 72°C (5 min).

For further information, please contact Natasha Paul, npaul@trilinkbiotech.com




